10 20 30 40 50 60 70

CCGCGGCAGCCATATGGCTAGCATGACTGGTGGACAGCAAATGGGTCGCGCGATCCGAATTCATGCCCAACAG

Top

pPET-28a_WRS(1-65)-1-T7ter.seq(1>1203)
pPET-28a_WRS(1-65)-1-T7.seq(1>1214)
WRS(1-65) .seq(1>195)

1T

ProArgGInProTyrGly . HisAspTrpTrpThrAlaAsnGlySerArglleArgl leHisAlaGInGIn
ArgGlySerHisMetAlaSerMetThrGlyGlyGInGInMetGlyArgGlySerGluPheMetProAsnSer

AlaAlaAlalleTrpLeuAla . LeuValAspSerLysTrpValAlaAspProAsnSelrCysProThrVval
CCGCGGCAGCCATATGGCTAGCATGACTGGTGGACAGCAAATGGGTCGCGGATCCGAATTCATGCCCAACAG
TGGACAGCAAATGGGTCGCGGATCCGAATTCATGCCCAACAG

[EcoRO |atgcccaacag
80 90 100 110 120 130 140

TGAGCCCGCATCTCTGCTGGAGCTGTTCAACAGCATCGCCACACAAGGGGAGCTCGTAAGGTCCCTCAAAGC

Top

pET-28a_WRS(1-65)-1-T7ter.seq(1>1203)
PET-28a_WRS(1-65)-1-T7.seq(1>1214)
WRS(1-65) .seq(1>195)

1T

. AlaArglleSerAlaGlyAlavalGInGInHisArgHisThrArgGlyAlaArgLysValProGInSer
GluProAlaSerlLeul euGluLeuPheAsnSerlleAlaThrGInGlyGluLeuValArgSerLeulLysAla
SerProHisLeuCysTrpSerCysSerThrAlaSerProHisLysGlySerSer . GlyProSerLysArg
TGAGCCCGCATCTCTGCTGGAGCTGTTCAACAGCATCGCCACACAAGGGGAGCTCGTAAGGTCCCTCAAAGC
TGAGCCCGCATCTCTGCTGGAGCTGTTCAACAGCATCGCCACACAAGGGGAGCTCGTAAGGTCCCTCAAAGC
tgagcccgcatctctgctggagctgttcaacagcatcgccacacaaggggagctcgtaaggtccctcaaage

150 160 170 180 190 200 210

GGGAAATGCGTCAAAGGATGAAATTGATTCTGCAGTAAAGATGTTGGTGTCATTAAAAATGAGCTACAAAGC

Top

pET-28a_WRS(1-65)-1-T7ter.seq(1>1203)
PET-28a_WRS(1-65)-1-T7.seq(1>1214)
WRS(1-65) .seq(1>195)

LT

GlyLysCysValLysGly . Asn . PheCysSerLysAspValGlyVallleLysAsnGluLeuGInSer
GlyAsnAlaSerLysAspGlul leAspSerAlavalLysMetlLeuValSerlLeuLysMetSerTyrLysAla

GluMetArgGInArgMetLysLeul leLeuGIn . ArgCysTrpCysHis . Lys . AlaThrLysLeu
GGGAAATGCGTCAAAGGATGAAATTGATTCTGCAGTAAAGATGTTGGTGTCATTAAAAATGAGCTACAAAGC
GGGAAATGCGTCAAAGGATGAAATTGATTCTGCAGTAAAGATGTTGGTGTCATTAAAAATGAGCTACAAAGC
gggaaatgcgtcaaaggatgaaattgattctgcagtaaagatgttggtgtcattaaaaatgagctacaaagc

220 230 240 250 260 270 280

TGCCGCGGGGGAGGATTACAAGGCTGACTGTCCTCCAGGGTAGCTCGAGCACCACCACCACCACCACTGAGA

Top

pPET-28a_WRS(1-65)-1-T7ter.seq(1>1203)
pPET-28a_WRS(1-65)-1-T7.seq(1>1214)
WRS(1-65) .seq(1>195)

1T

CysArgGlyGlyGlyLeuGInGly . LeuSerSerArgValAlaArgAlaProProProProProlLeuArg
AlaAlaGlyGluAspTyrLysAlaAspCysProProGly . |LeuGluHisHisHiIsHiIsHISHIS . Asp

ProArgGlyArglleThrArgLeuThrValLeuGInGlySerSerSerThrThrThrThrThrThrGlulle
TGCCGCGGGGGAGGATTACAAGGCTGACTGTCCTCCAGGGTAGCTCGAGCACCACCACCACCACCACTGAGA
TGCCGCGGGGGAGGATTACAAGGCTGACTGTCCTCCAGGGTAGCTCGAGCACCACCACCACCACCACTGAGA

tgccgcgggggaggattacaaggctgactgtcectccaggg Xho!J
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290 300 310 320 330 340

TCCGGCTGCTAACAAAGCCCGAAAGGAAGCTGAGTTGGCTGCTGCCACCGCTGAGC

Top

pPET-28a_WRS(1-65)-1-T7ter.seq(1>1203) <—

pPET-28a_WRS(1-65)-1-T7.seq(1>1214)

—

SerGlyCys . GInSerProLysGlySer . ValGlyCysCysHisArg .
ProAlaAlaAsnLysAlaArgLysGluAlaGluLeuAlaAlaAlaThrAlaGlu
ArgLeuLeuThrLysProGluArgLysLeuSerTrpLeuLeuProProlLeuSer
TCCGGCTGC

TCCGGCTGCTAACAAAGCCCGAAAGGAAGCTGAGTTGGCTGCTGCCACCGCTGAGC





