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CCGCGGCAGCCATATGGCTAGCATGACTGGTGGACAGCAAATGGGTCGCGGATCCGAATTCATGCCCAACAGpET-28a_WRS(1-65)-1-T7ter.seq(1>1203)
TGGACAGCAAATGGGTCGCGGATCCGAATTCATGCCCAACAGpET-28a_WRS(1-65)-1-T7.seq(1>1214)

atgcccaacagWRS(1-65).seq(1>195)
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TGAGCCCGCATCTCTGCTGGAGCTGTTCAACAGCATCGCCACACAAGGGGAGCTCGTAAGGTCCCTCAAAGCpET-28a_WRS(1-65)-1-T7ter.seq(1>1203)
TGAGCCCGCATCTCTGCTGGAGCTGTTCAACAGCATCGCCACACAAGGGGAGCTCGTAAGGTCCCTCAAAGCpET-28a_WRS(1-65)-1-T7.seq(1>1214)
tgagcccgcatctctgctggagctgttcaacagcatcgccacacaaggggagctcgtaaggtccctcaaagcWRS(1-65).seq(1>195)
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GGGAAATGCGTCAAAGGATGAAATTGATTCTGCAGTAAAGATGTTGGTGTCATTAAAAATGAGCTACAAAGC
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GGGAAATGCGTCAAAGGATGAAATTGATTCTGCAGTAAAGATGTTGGTGTCATTAAAAATGAGCTACAAAGCpET-28a_WRS(1-65)-1-T7ter.seq(1>1203)
GGGAAATGCGTCAAAGGATGAAATTGATTCTGCAGTAAAGATGTTGGTGTCATTAAAAATGAGCTACAAAGCpET-28a_WRS(1-65)-1-T7.seq(1>1214)
gggaaatgcgtcaaaggatgaaattgattctgcagtaaagatgttggtgtcattaaaaatgagctacaaagcWRS(1-65).seq(1>195)

Top

220 230 240 250 260 270 280

TGCCGCGGGGGAGGATTACAAGGCTGACTGTCCTCCAGGGTAGCTCGAGCACCACCACCACCACCACTGAGA
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TGCCGCGGGGGAGGATTACAAGGCTGACTGTCCTCCAGGGTAGCTCGAGCACCACCACCACCACCACTGAGApET-28a_WRS(1-65)-1-T7ter.seq(1>1203)
TGCCGCGGGGGAGGATTACAAGGCTGACTGTCCTCCAGGGTAGCTCGAGCACCACCACCACCACCACTGAGApET-28a_WRS(1-65)-1-T7.seq(1>1214)
tgccgcgggggaggattacaaggctgactgtcctccagggWRS(1-65).seq(1>195)
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TCCGGCTGCTAACAAAGCCCGAAAGGAAGCTGAGTTGGCTGCTGCCACCGCTGAGC
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TCCGGCTGCpET-28a_WRS(1-65)-1-T7ter.seq(1>1203)
TCCGGCTGCTAACAAAGCCCGAAAGGAAGCTGAGTTGGCTGCTGCCACCGCTGAGCpET-28a_WRS(1-65)-1-T7.seq(1>1214)




